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Escherichia coli is present in the intestines of warm

blooded animals as commensals. However, several

variants such as Enterohaemorrhagic E. coli and

Enterotoxigenic E. coli have been responsible for notable

outbreaks. Virulence factors such as verotoxin,

enterotoxin, intimin, bundle forming pillus enable

virulotypic variants to bring about significant morbidity.

Water samples were processed using the membrane

filtration technique. The filter paper was then placed in a

modified Media for Thermotoerant E. coli (m-TEC) agar

plate. Overnight incubation at 44.5° was done. Purple

colour colonies were selected for isolation by the use of

Eosin Methylene Blue agar and MacConkey agar.

Biochemical tests such as Methyl Red test, Indole production

test, Citrate utilization test were used for preliminary

identification. DNA extraction from pure cultures in nutrient

broth followed by Polymerase Chain Reaction followed by

Agarose Gel Electrophoresis for virulence genes (eltB, estA,

vt1, vt2, eaeA, ial, bfpA, pCVD, ipaH) and adhesion genes

(type 1, sfa, papC, afa, crl, csgA )was done.

Based on the presence of any of the virulence genes (eltA, estB, vt1,vt2, eaeA, ial,

bfpA, pCVD, ipaH), isolates were classified as pathogenic and non-pathogenic.

Of the 66 isolates from the main source water, 21 were commensals. The number

of EPEC and ETEC was 22 and 23, respectively. No EIEC, EHEC and EAEC were

found. Out of the 54 isolates from household, 38 were commensals. The most

prevalent virotype was ETEC (10 isolates). Two of each EHEC and EIEC was found

and one EAEC was isolated.

Hence in terms of the spatial distribution, 68.1% of the isolates from the main

source were pathogenic compared to 29.6% of household water.

Pathogenic E. coli was more prevalent in main source water than

household drinking water. The most prevalent virulence factor was estA of

ETEC followed by eaeA (present in EPEC and EHEC) and eltB (present in

ETEC). This indicates that Enterotoxigenic E. coli would be most likely the

etiological agent for diarrhea. Adhesin genes, which enable colonization

and enhanced biofilm production was present in all isolates.
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